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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/804,3 57 



DATE: 04/26/2001 
TIME: 17:22:42 



4 

5 
6 
8 
10 
12 
13 
15 
16 
18 
19 

21 

"i "i 

24 
2 6 
28 



3 4 

3 5 

3 6 

3 ~i 



4v 
4 1 
42 
1 i 
4 4 
4 5 
4 6 
4" 
4 -i 
4 *> 



aio: 



-.120 
vl3 0 
a40 
::141 
-150 

asi 

rl50 
'.151 

aso 

: 151 

.160 
.17 0 
■:210 
: 211 
:212 
;213 
:4 0 0 
aga 



Input Set : N:\Crf3\RULE60\09804357.txt 
Output Set: N:\CRF3\04262001\l804357.raw 

APPLICANT: White, David 
Zhou, Jianghong 
Tartaglia, Louis A. 

TITLE OF INVENTION: LEPTIN INDUCED GENES 

FILE REFERENCE: 07334/109001 

CURRENT APPLICATION NUMBER: 09/804,357 

CURRENT FILING DATE: 2001-03-12 

PRIOR APPLICATION NUMBER: US 09/195,896 

PRIOR FILING DATE: 1998-11-19 

PRIOR APPLICATION NUMBER: US 60/108,379 

PRIOR FILING DATE: 1998-10-29 

PRIOR APPLICATION NUMBER: US 09/150,857 

PRIOR FILING DATE: 1998-09-10 

NUMBER OF SEQ ID NOS : 17 

SOFTWARE: FastSEQ for Windows Version 3.0 
SEQ ID NO; 1 
LENGTH: 1196 
TYPE: DNA 

ORGANISM: Mus musculus 



ENTERED 



aagaoa ccc 
c aageuccag 



SEQUEN 
■..gagtgt 
■ tta ttt 
gagt aataat 
acaggga a ca 
agac agggga 
cga *gg t cat 
tc:t gtattt 
agau gccctt 
caat tcggga 
tcct gt tggg 
ttgagagtga 
tgtccctgaa 
ttgt ottoaa 
atag ::tdtc 
ggcot raccg 
accoaccgta 



2 10:- SEQ ID NO: 2 

2 LI.:- LENGTH: 397 

2i2> TYPE: PRT 

2 13:- ORGANISM : Mus musculus 

4 00:- SEQUENCE: 2 

Met Ser Va 1 Gly Arg Arg Arg Val Lys Leu Leu Gly lie Leu Met Met 
1 5 10 "15 



agagtcaagt 


tgctggg 


:at 


cctgatgatg 


g :; 


aaatgtct 


gtctccaaaa 


acagta j 


:ca 


ajacaaaaat 


ggaaagggag 


aagttctgga 


a gccacc 


rag 


cactccccgg 




a tactgga 


aacaggtggt 


acaatcc 


-at 


ettgaacagg 


?t 


g geca a tc 


tctccaaaca 


caagtca 


zct 


gage tat tgt 


ga 


accagact 


acagattt ta 


a taatct 




ggacaga ttt 


a a 


agactttc 


aattactcgc 


tgcttat 


aga 


ttaa t:gaag 


aaatgt geaa 


gcgataaagt 


ccc teat 




acattttgee 


aga aggcaag 


cgagaaacca 


aegtagggaa 


oca ga ca gta 




gagggtct 


ccagaggaca 


accaccc 


tga 


ecttteggae 


a r : 


get taagt 


gacatcctoa 


tgtggaa 


tta 


tagaga :aca 


1 1 


cttcaacc 


tttcttaggt 


gggtgag 


ta c 


ttcetgtcea 


ga 


cgcagagt 


gacgtgtttg 


tgaacac 


:ca 


tcacatcctt 


a a 


ttacttga 


gccaaagact 


tgttcat 


agg 


tgacgtgatc 


ca 


caatgetg 


ctgaagtaot 


aoatccc 


aga 


ag-ctt-tac 


ac 


eggegtet 


ggtggattcc 


tgtactc 


egg 


cceccttgec 


tt 


gaggctgt 


catctctaoc 


ctattgatga 


t gtttatu eg 




aatgtgc c 


ccagagaagc 


aeaaaggct t 


caggaca t tt 


ga 


t attgaag 


tgttcctata 


tagacctaa t 


gttagtacat 


ag 


cagaaaac 


tggtctcagt 


tgeaaagtec 


taatttaaaa 


t'J 


ctga 



t; (-.' 
7 2 ( 



H4 



H 2M 
114H 

lll-M 
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PATENT APPLICATION: US/0 9/804,3 5 7 



DATE: 04/26/2001 
TIME: 17:22:42 



Input Set : 
Output Set: 



N:\Crf 3\RULE60\09804357 .txt 
N:\CRF3\04262001\I8043 57 .raw 



63 


Ala 


Asn 


Val 


Phe 


He 


Tyr 


Leu 


He 


Val 


Glu 


Val 


Ser 


Lys 


Asn 


Ser 


Ser 


64 








20 










25 










30 






65 


Gin 


Asp 


Lys 


Asn 


Gly 


Lys 


Gly 


Gly 


Val 


He 


He 


Pro 


Lys 


Glu 


Lys 


Phe 


66 






35 










40 










45 








67 


Trp 


Lys 


Pro 


Pro 


Ser 


Thr 


Pro 


Arg 


Ala 


Tyr 


Trp 


Asn 


Arg 


Glu 


Gin 


Glu 


68 




50 










55 










60 










6 9 


Lys 


Leu 


Asn 


Arg 


Trp 


Tyr 


Asn 


Pro 


He 


Leu 


Asn 


Arg 


Val 


Ala 


Asn 


Gin 


70 


65 










70 










75 










8 0 


71 


Thr 


Gly 


Glu 


Leu 


Ala 


Thr 


Ser 


Pro 


Asn 


Thr 


Ser 


His 


Leu 


Ser 


Tyr 


Cys 


7 2 










85 










90 










95 




7 :< 


Glu 


Pro 


Asp 


Ser 


Thr 


Val 


Met 


Thr 


Ala 


Val 


Thr 


Asp 


Phe 


Asn 


Asn 


Leu 


74 








100 










105 










110 






7 5 


Pro 


Asp 


Arg 


Phe 


Lys 


Asp 


Phe 


Leu 


Leu 


Tyr 


Leu 


Arg 


Cys 


Arg 


Asn 


Tyr 


76 






115 










120 










125 








77 


Ser 


Leu 


Leu 


He 


Asp 


Gin 


Pro 


Lys 


Lys 


Cys 


Ala 


Lys 


Lys 


Pro 


Phe 


Leu 


78 




130 










135 










14 0 










7'H 


Leu 


Leu 


Ala 


He 


Lys 


Ser 


Leu 


He 


Pro 


His 


Phe 


Ala 


Arg 


Arg 


Gin 


Ala 


8 m 


14 5 










150 










155 










160 


8 1. 


lie 


Arg 


Glu 


Ser 


Trp 


Gly 


Arg 


Glu 


Thr 


Asn 


Val 


G l y 


Asn 


Gin 


Thr 


Val 


8 2 










165 










170 










175 




8 < 


VaL 


Arg 


Val 


Phe 


Leu 


Leu 


Gly 


Lys 


Thr 


Pro 


Pro 


G lu 


Asp 


Asn 


His 


Pro 


81 








180 










185 










190 






8 r . 


Asp 


Leu 


Ser 


Asp 


Met 


Leu 


Lys 


Phe 


Glu 


Ser 


Asp 


Lys 


His 


Gin 


Asp 


lie 


He' 






195 










200 










20: 








8^ 


Leu 


Met 


Trp 


Asn 


Tyr 


Arg 


Asp 


Thr 


Plie 


Phe 


Asn 


Leu 


Ser 


Leu 


Lys 


Glu 


8>? 




210 










215 










2 20 










8-- 


Va L 


Leu 


Phe 


Leu 


Arg 


Trp 


Val 


Ser 


Thr 


Ser 


Cys 


Pro 


Asp 


Ala 


Glu 


Phe 


u ■ , 


225 










230 










235 










24 0 


9 L 


Va L 


Phe 


Lys 


Gly 


Asp 


Asp 


Asp 


Val 


Phe 


Val 


Asn 


Thr 


His 


His 


He 


Leu 


U j 










245 










250 










255 






Asn 


Tyr 


Leu 


Asn 


Ser 


Leu 


Ser 


Lys 


Ser 


Lys 


Ala 


Lys 


Asp 


Leu 


Phe 


lie 


9 4 








260 










265 










270 








Gly 


Asp 


Val 


He 


His 


Asn 


Ala 


Gly 


Pro 


His 


Arg 


Asp 


Lys 


Lys 


Leu 


Lys 








275 










280 










28 5 








o 7 
9 8 


T y r 


Tyr 
290 


lie 


Pro 


Glu 


Va] 


Phe 
295 


Tyr 


Thr 


Gly 


Val 


Tyr 
3 0 0 


Pro 


Pro 


Tyr 


A.1 a 


9 9 




Gly 


Gly 


Gly 


Phe 


Leu 


Tyr 


Ser 


Gly 


Pro 


Ala 


Leu 


Leu 


Arg 


Leu 


Tyr 


1 ■■ .: 0 


3d 5 










310 








315 










: j 2 0 


1-": :. 


Ser 


Ala 


Thr 


Ser Arg 


Val 


His 


Lei 


Tyr 


Pre 


lie 


Asp Asp Val 


Tyr 


Thr 


Iu2 










325 








330 








3 35 



1'H Cry Met Cys Leu Gin Lys Leu Gly Leu Val Pro Glu Lys His Lys Gly 

1>.'4 340 34 5 350 

l'-5 Phe Arg Thr Phe Asp He Glu Glu Lys Asn Lys Lys Asn He Cys Ser 

li:6 355 360 365 

H T Tyr He Asp Leu Met Leu Val His Ser Arg Lys Pro Gin Glu Met He 

ln8 370 375 380 

K'9 Asp He Trp Ser Gin Leu Gin Ser Pro Asn Leu Lys Cys 

110 3H5 390 395 

112 <210> SEQ ID NO: 3 
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113 <211> LENGTH: 1191 

114 <212> TYPE: DNA 

115 <213> ORGANISM: Mus mu; 

117 <400> SEQUENCE: 3 

118 atgagtgtgg ggcgtcgaag 

119 atttatttga ttgtggaagt 

120 gtaataatcc cgaaagagaa 

121 agggaacagg agaagctgaa 

122 acaggggagc tagccacatc 

123 acggtcatga cagctgtgac 

124 ttgtatttga gatgccggaa 

125 aagcccttct tactattggc 

126 attcgggagt cttggggccg 

127 ctgttgggca agacaccccc 

128 qagagtgaca agcaccagga 

129 tccctgaagg aagtgctgtt 

130 gtcttcaagg gcgatgatga 
13 1. agcttatcca agagcaaagc 
132 octcaccggg ataagaaact 

13 3 ccaccgtatg ccgggggtgg 

134 agtgcgacta gccgggtcca 

135 cagaaactgg gccttgttcc 
13^ aaaaataaga aaaatatttg 
13 7 jaagagatga ttgatatctg 
l:-"* -:210> SEQ ID NO: 4 

14 0 :Jl 1> LENGTH: 3 6 5 



14 1. 


•:212 


^> TYPE: 


PR! 


























142 


•:213: 


> ORGANISM: 


Mus muse 


ul us 




















144 


•MOO. 


-> SEQUENCE 


4 
























14 5 


Din 


Asp 


Lys 


Asn 


Gly 


Lys 


Gly 


Gly 


Val 


He 


He 


Pro 


Lys 


Glu 


Lys 


Phe 


14 0 


1 








5 










10 










15 




14 7 


Trp 


Lys 


Pro 


Pro 


Ser 


Thr 


Pro 


Arg 


Ala 


Tyr 


Trp 


Asn 


Arg 


Glu 


Gin 


Glu 


14 8 








2 0 










25 










3 0 






14-* 




Leu 


Asn 


Arg 


Trp 


Tyr 


Asn 


Pro 


He 


Leu 


Asn 


Arg 


Val 


Ala 


Asn 


Gin 


15') 






35 










4 0 










45 








151 


Thr 


Gly 


Glu 


Le u 


Ala 


Thr 


Ser 


Pro 


Asn 


Thr 


Ser 


His 


Leu 


Ser 


Tyr 


Cys 


152 




50 










55 










60 










1 5 3 


Glu 


Pro 


Asp 


Ser 


Thr 


Val 


Met 


Thr 


Ala 


Val 


Thr 


Asp 


Phe 


Asn 


Asn 


Leu 


154 


6 5 










7 0 










75 










80 


155 


Pro 


Asp 


Arg 


Phe 


Lys 


Asp 


Phe 


Leu 


Leu 


Tyr 


Leu 


Arg 


Cys 


Arg 


Asn 


Tyr 


l r ». 










8 5 










9 0 










95 




1 5" 


Ser 


Leu 


Leu 


He 


Asp 


Gin 


Pro 


Lys 


Lys 


Cys 


Ala 


Lys 


Lys 


Pro 


Phe 


Leu 


15H 








1 0 0 










105 










110 






lr-'i 


Leu 


Leu 


Ala 


He 


Lys 


Ser 


Leu 


He 


Pro 


His 


Phe 


Ala 


Arg 


Arg 


Gin 


Ala 


Ho 






115 










120 










125 








1 o 1 


He 


Arg 


Glu 


Ser 


Trp 


Gly 


Arg 


G j_u 


Thr 


Asn 


Va 1 


Gly 


Asn 


Gin 


Thr 


Va 1 


1H2 




130 










135 










14 0 










lh-3 


Val 


Arg 


Val 


Phe 


Leu 


Leu 


Gly 


Lys 


Thr 


Pro 


Pro 


Glu 


Asp 


Asn 


His 


Pro 


if; 4 


14 5 










150 










155 










16 0 



sculus 



agtcaagttg 
ctccaaaaac 
gttctggaag 
caggtggtac 
tccaaacaca 
agattttaat 
ttactcgctg 
gataaagtcc 
agaaaccaac 
agaggacaac 
ca tcctcatg 
tcttaggtgg 
cgtgtttgtg 
caaagacttg 
gaagtactac 
tggattcctg 
tctctaccct 
agagaageac 
ttcctatata 
gtctcagHg 



ctgggcatcc 
agtagccaag 
ccacccagca 
aatcccatct 
agtcacctga 
aatctgeegg 
cttatagatc 
ctcattccac 
gtagggaacc 
caccctgacc 
tggaactata 
gtgagcactt 
aacacccatc 
ttca taggtg 
atcccagaag 
tactocggcc 
attgatgatg 
aaag gcttca 
gacctaatgt 
caaagtccta 



tgatgatggc 
acaaaaatgg 
ctccccgggc 
tgaacagggt 
gctattgtga 
acagatttaa 
aaccgaagaa 
attttgecag 
agacagtagt 
ttteggacat 
gagacacatt 
cctgtccaga 
acatccttaa 
aegtgatcca 
tcttctacac 
cccttgcctt 
tttatacggg 
ggacatttga 
tagtacatag 
atttaaaatg 



aaatgtcttc 
aaagggagga 
atactggaac 
ggccaatcag 
accagactcg 
agactttctc 
atgtgcaaag 
aaggcaagca 
gagggtcttc 
gcttaagttt 
cttcaacctg 
cgcagagttt 
ttacttgaat 
caatgctggg 
cggcgtctac 
gaggctgtac 
a atgtgcctt 
tattgaagag 
cagaaaacct 
c 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
10MO 
1140 
ll'U 
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165 
166 
167 
168 
169 
170 
171 
172 
173 
174 
175 
176 
177 
178 
179 
180 
181 
182 
18 3 
184 
187. 
186 
187 
188 

18 * 
T'O 
1" J 
V.*< 
l<-4 
l ( < r < 

H8 

19 H 
2C'N 
2 0 1. 

2 0 .> 
2 0 4 

20 5 
2 0*'. 

2 0 h 

:.(■■ • 



21 .< 
214 
2] 



Asp Leu Ser Asp Met Leu Lys Phe Glu Ser 
165 170 
Leu Met Trp Asn Tyr Arg Asp Thr Phe Phe 

180 185 
Val Leu Phe Leu Arg Trp Val Ser Thr Ser 

195 200 
Val Phe Lys Gly Asp Asp Asp Val Phe Val 

210 215 
Asn Tyr Leu Asn Ser Leu Ser Lys Ser Lys Ala 
225 230 235 

Gly Asp Val lie His Asn Ala Gly Pro His Arg 

245 250 
Tyr Tyr lie Pro Glu Val Phe Tyr Thr Gly Val 

260 265 
Gly Gly Gly Gly Phe Leu Tyr Ser Gly Pro Ala 

275 280 
Ser Ala Thr Ser Arg Val His Leu Tyr Pro lie 

290 295 
Gly Met Cys Leu Gin Lys Leu Gly Leu Val Pro 
305 310 315 

Phe Arg Thr Phe Asp lie Glu Glu Lys Asn Lys 

325 330 
Tyr lie Asp Leu Met Leu Val His Ser Arg Lys 

340 345 
Asp He Trp Ser Gin Leu Gin Ser Pro Asn Lea 
355 360 

210 - SEQ ID NO; 5 

211 - LENGTH: 1203 

212 • TYPE: DNA 

213 • ORGANISM: Mus musculus 
4 00 - SEQUENCE : 5 

atg.-it ttgcc zittcagcttt actggttatt ttaagaaatt 
atttctcaag agatcctoaa tttgattgaa ttaaggatga 
acauactctg caatcagtga tgcattaaaa gaaatcgata 
gtcaccgggg agacgggatc agggaagtuc agcttcatc a 
aat.gaugaag aaggtgcagc taaaactggg gtggtggagg 
ta:\iaaeacc ccaatatacc caatgtggtt ttttgggacc 
aat.tteccae caaacactta cctggagaaa atgaagttct 
att.utttcgg ccacacgctt caagaaaaat gatatagaca 
atgaagaagg aattctactt cgtgagaacc aaggtggaot 
gatggcaaac ctcaaaoctt tgacaaagaa aaggtcctgc 
gt ?aacacct ttagggagaa tggcattgct gagccaccaa 
aatgtttgtc actatgactt ccccgtcctg atggacaagc 
tacaggagac acaattttat ggtctcctta cccaatatca 
a.ag^ggcaat ttctgaagca raggatttgg ctggaaggat: 
atciitccctt ctctgacctt tctcttggac agtgatttgg 
aaai.tctacc gcactgtgtt tggagtggat gaaacatctt 
tggifaaatag aggtggatca ggtggaggcc atgataaaat 
aca<jatgaag aaacaataca agaaaggctt tcaagatata 



Asp Lys His Gin 
Asn 
Cys 
Asn 



Leu Ser Leu 
190 

Pro Asp Ala 

205 
Thr His His 
220 

Lys Asp Leu 



Asp Lys Lys 

Tyr Pro Pro 
270 

Leu Leu Arg 

285 
Asp Asp Val 

300 

Glu Lys His 

Lys Asn He 

Pro Gin Glu 
350 

Lys Cys 
3 65 



Asp He 
175 

Lys Glu 

Glu Phe 

He Leu 

Phe He 
240 
Leu Lys 
255 

Tyr Ala 

Leu Tyr 

Tyr Thr 

Lys Gly 
320 
Cys Ser 
335 

Met He 



taatacggga 


agaaaaaatc 


60 


aaaaagggaa 


tattcagttg 


120 


gtagtgtgct 


caatgt tgct 


180 


a taccct gag 


aggca t tggg 


24 0 


ta accatgga 


aagaca tcca 


3 00 


t gcctgg gat 


tggaa gcaca 


3h0 


a t: gagtacga 


tttcttcatt 


4 20 


ttgccaaagc 


aatcagcatg 


4 80 


ctgacataac 


aaatgaagca 


540 


aggacatccg 


ccttaactgt 


6d0 


tcttcctgct 


ctctaacaaa 


660 


tgataag tga 


cctccc ta tc 


720 


cagat tcagt 


cattgaaaag 


7R0 


ttgctgctga 


cctagtgaa t 


840 


agactc t gaa 


gaaaa gcatg 


9 ( 1 0 


tgcagagatt 


agctagggac 


9 6 0 


ctcctgctgt 


gttcaaacct 


1020 


ttcaggag tt 


ctgtttggct 


1080 
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216 aatgggtact tacttcctaa aaatagtttt cttaaagaaa tattttacct gaaatattat 1140 

217 ttccttgaca tggtgactga ggatgctaaa actcttctta aagagatatg tttaagaaac 1200 

218 tag 1203 

220 <210> SEQ ID NO: 6 

221 <211> LENGTH: 400 

222 <212> TYPE: PRT 

22 'i <213> ORGANISM: Mus musculus 



225 <400> SEQUENCE: 6 



22 6 


Met 


lie 


Cys 


Pro 


Ser 


Ala 


Leu 


Leu 


Val 


He 


Leu 


Arg 


Asn 


Leu 


He 


Arg 


227 


1 








5 










10 










15 




22 y 


GLu 


Glu 


Lys 


He 


He 


Ser 


Gin 


Glu 


He 


Leu 


Asn 


Leu 


He 


Glu 


Leu 


Arg 


2 2 9 








20 










25 










30 






2 3 U 


Met 


Lys 


Lys 


Gly 


Asn 


He 


Gin 


Leu 


Thr 


Asn 


Ser 


Ala 


lie 


Ser 


Asp 


Ala 


23 1 






35 










40 










4 5 








2 3 2 


Leu 


Lys 


Glu 


He 


Asp 


Ser 


Ser 


Val 


Leu 


Asn 


Val 


Ala 


Val 


Thr 


Gly 


Glu 


23 3 




50 










55 










60 










2 34 


Thi- 


Gly 


Ser 


Gly 


Lys 


Ser 


Ser 


Phe 


He 


Asn 


Thr 


Leu 


Arg 


Gly 


lie 


Gly 


2 3 5 


ef. 










7 0 










75 










80 


2 3 6 


Asr: 


Glu 


Glu 


Glu 


Gly 


Ala 


Ala 


Lys 


Thr 


Gly 


Val 


Val 


Glu 


Val 


Thr 


Met 


2 3 7 










85 










9 0 










95 




2 3 8 


GLu 


Arg 


His 


Pro 


Tyr 


Lys 


His 


Pro 


Asn 


He 


Pro 


Asn 


Val 


Val 


Phe 


Trp 


2 3 








100 










10 5 










110 






2 4 1 1 


Asp 


Leu 


Pro 


Gly 


He 


Gly 


Ser 


Thr 


Asn 


Phe 


Pro 


Pro 


Asn 


Thr 


Tyr 


Leu 


.:4 1 






115 










120 










125 








24 2 


Glu 


Lys 


Met 


Lys 


Phe 


Tyr 


Glu 


Tyr 


Asp 


Phe 


Phe 


lie 


lie 


lie 


Ser 


Ala 


2 4 < 




130 










135 










140 










H 4 


Thi 


Arg 


Phe 


Lys 


Lys 


Asn 


Asp 


He 


Asp 


He 


Ala 


Lys 


Ala 


lie 


Ser 


Met 


L 4 r - 


2 4 5 










150 










155 










160 


2-1 r, 


Met 


Lys 


Lys 


Glu 


Phe 


Tyr 


Phe 


Val 


Arg 


Thr 


Lys 


Val 


Asp 


Ser 


Asp 


He 












165 










170 














24 8 


Thi 


Asn 


Glu 


Ala 


Asp 


Gly 


Lys 


Pro 


Gin 


Thr 


Phe 


Asp 


Lys 


Glu 


Lys 


Val 


24^ 








180 










185 










190 
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